
FIG. 1 (SEQ ID NO:1) 

GCTGCTGCTGCTGCTGCTGCTCGTGCCCGTGCCGCTGCTGCCGCTGCTGGCCCAAGGGCCCGGAGGGGCGC 
TGGGAAACCGGCATGCGGTGTACTGGAACAGCTCCAACCAGCACCTGCGGCGAGAGGGCTACACCGTGCAG 
GTGAACGTGAACGACTATCTGGATATTTACTGCCCGCACTACAACAGCTCGGGGGTGGGCCCCGGGGCGGG 
ACCGGGGCCCGGAGGCGGGGCAGAGCAGTACGTGCTGTACATGGTGAGCCGCAACGGCTACCGCACCTGCA 
ACGCCAGCCAGGGCTTCAAGCGCTGGGAGTGCAACCGGCCGCACGCCCCGCACAGCCCCATCAAGTTCTCG 
GAGAAGTTCCAGCGCTACAGCGCCTTCTCTCTGGGCTACGAGTTCCACGCCGGCCACGAGTACTACTACAT 
CTCCACGCCCACTCACAACCTGCACTGGAAGTGTCTGAGGATGAAGGTGTTCGTCTGCTGCGCCTCCACAT 
CGCACTCCGGGGAGAAGCCGGTCCCCACTCTCCCCCAGTTCACCATGGGCCCCAATGTGAAGATCAACGTG 
CTGGAAGACTTTGAGGGAGAGAACCCTCAGGTGCCCAAGCTTGAGAAGAGCATCAGCGGGACCAGCCCCAA 
ACGGGAACACCTGCCCCTGGCCGTGGGCATCGCCTTCTTCCTCATGACGTTCTTGGCCTCC TAG CTCTGCC 
CCCTCCCCTGGGGGGGGAGAGATGGGGCGGGGCTTGGAAGGAGCAGGGAGCCTTTGGCCTCTCCAAGGGAA 
GCCTAGTGGGCCTAGACCCCTCCTCCCATGGCTAGAAGTGGGGCCTGCACCATACATCTGTGTCCGCCCCC 
TCTACCCCTTCCCCCCACGTAGGGCACTGTAGTGGACCAAGCACGGGGACAGCCATGGGTCCCGGGCGGCC 
TTGTGGCTCTGGTAATGTTTGGTACCAAACTTGGGGGCCAAAAAGGGCAGTGCTCAGGACTCCCTGGCCCC 
TGGTACCTTTCCCTGACTCCTGGTGCCCTCTCCCTTTGTCCCCCCAGAGAGACATATGCCCCCAGAGAGAG 
CAAATCGAAGCGTGGGAGGCACCCCCATTGCTCTCCTCCAGGGGCAGAACATGGGGAGGGGACTAGATGGG 
CAAGGGGCAGCACTGCCTGCTGCTTCCTTCCCCTGTTTACAGCAATAAGCACGTCCTCCTCCCCCACTCCC 
ACTTCCAGGATTGTGGTTTGGATTGAAACCAAGTTTACAAGTAGACACCCCTGGGGGGGCGGGCAGTGGAC 
AAGGATGCCAAGGGGTGGGCATTGGGGTGCCAGGCAGGCATGTACAGACTCTATATCTCTATATATAATGT 
ACAGACAGACAGAGTCCCTTCCCTCTTTAACCCCCTGACCTTTCTTGACTTCCCCTTCAGCTTCAGACCCC 
TTCCCCACCAGGCTAGGCCCCCCACACCTGGGGGACCCCCTGGCCCCTCTTTTGTCTTCTGTGAAGACAGG 
ACCTATGCAACGCACAGACACTTTTGGAGACCGTAAAACAACAGCGCCCCCTCCCTTCCAGCCCTGAGCCG 
GGAACCATCTCCCAGGACCTTGCCCTGCTCACCCTATGTGGTCCCACCTATCCTCCTGGGCCTTTTTCAAG 
TGCTTTGGCTGTGACTTTCATACTCTGCTCTTAGTCTAAAAAAAATAAACTGGAGATAAAAATAAAAAAAA 
TACCTCGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



FIG. 2 (SEQ ID NO:2) 

MAAAPLLLLLLLVPVPLLPLIAQGPGGALGNRH^ 

GPGAGPGPGGGAEQYVLYMVSRNGYRTCNASQGFKRWECNRPHAPHSPIKFSEKFQRYSAFSLGYEFHAGH 
EYYYISTPTHNLHWKCLRMKVFVCCASTSHSGEKPVPTLPQFTMGPNVKINVLEDFEGENPQVPKLEKSIS 
GTSPKREHLPLAVGIAFFLMTFLAS 
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0070 AS turn 1 
007BAStum2 
009BRAtum 
OUCLAtum 
013COO me*1 
013COO met2 
013COOtum 
018FOGtum 
019FORmet 
029K/SR turn 

turn 

038NOR turn 

041 OH A met 
041OHAtum 
053SMYtum 
054STAtum 
OSSTALturn 
057TAYmet2 
057TAYtum 
067WISmet 
070SILtum 
071WON turn 
074MCC turn 
077H1C turn 
082LEE turn 
084DAVmel 
084DAVtum1 
084DAVtum2 
085BECtum 
OSGWILtum 
087MAM turn 
088THO turn 
094KAM turn 
096MCC tum1 
096MCC tum2 
098SHE turn 
099DONtum 
101BROtum 
102PETtum 
103MCDtum 
104NIEturn 
109FEJtum 
110BW.tum 
111ANStum 
116NGAtum 
119D0Dmel 
119D0Dtum 
122HEItum 
184BELtum 
1 86PAL turn 
187HAN turn 
188PW*tum 
1890BR turn 
193NORturn 
194FULturn 
195LOWtum 
196KIRtum 
197KUStum 
198COCtum 
199FRE turn 
201 TIE turn 
202DICtum 
204PEP turn 
207ABD turn 
21 3BAG turn 
222WHI turn 




2908 
4006844 
4006972 
4007072 
4007243 
4007246 
4552b 
7347 
A1239VIL 
A1350ML 
A 2025 ML 
A 2355 FAP 
A 4004559 TUB 
A 4004693 TVIL 
A 4004873 ML 
A 4005367 TML 
A 996 ML 
B D 2481 
B S1259 
B S2489 
B S2557 
B S 2504 
B S 3007 
B S 3073 
B S 4003260 
B S 4003640 
B1 D 2104 
B1 S1858 
B1 S 2326 
B2D1796 
B2S1004 
B2 S 1 882 
B2S1998 
82 S 2057 
B2S2100 
B2S2159 
B2S2198 
B2 S 241 9 
B2 S2527 
CD 1172 
C2D1205 
C2D 2139 
C2D2161 
C2 D 2372 
C2S1039 
C2S1677 
C2S1771 
C2S2016 
C2 S 2298 
C2S999 
D D 1115 
DD1349 
D D 2087 
D D 4005358 
Met D 2406b 
Met D 2433 
Met D 4004532 
Met D 4004717 
Met D 4004793 
Met D 4005026 
Met D 40051 74 
Met D 4005358 
Met D 4005562 
Met D 4005687 
Met D 4006261 
Met D 4006274 
Met D 4006313 
Met D 4006404 
Met D 4006426 
Met D 4006452 
Met D 4006587 
Met D 4006640 
Met D 4006805 
Met D 61 04 
Met D 6108 
Met D 6110 
xMetD 4005358 L 





Adrenal Gland 1 
Adrenal Gland 2 



Adrenal Gland 3 
Aortal 
Aorta 2 
Aortic Valve 
Bladder 1 
Bladder 2 
Bladder 3 
Bone Marrowl 
Bone Marrow 2 
Bone Marrow3 
BoneMarrow4 
Brain 1 
Brain 2 
Brain 3 
Breast 024HIL 
Breast 033MAM 
Breast 084DAV 
Breast 100DOY 
Breast-1 
Breast-2 
Breast-3 
buff/ CD14neg 
buffy CD14pos 
CEP 2 
CEP 2392 
CEP 2566 



CEP 4005891 
CEP 4005893 
CEP 4005894 
Cervi* 
Colon 3 
Colon 4 
Colon 5 
Colon 6 
Diaphragm 1 
Diaphragm 2 
Esophagus 1 
Esophagus 2 
Gallbladder 
Heart 2 
Heart 3 
Heart 5 
Kidney 2 
Kidney 3 
Kidney 4 
Kidney 5 
Liver 2 
Liver 3 
Liver 4 
Liver 6092 
Liver 6094 
Liver 6096 
Lung 2 
Lung 3 
Lung 4 
Lung 5 
Lung 6 

Lymph node185WIL 




CEP 3046 
CEP 3050 
CEP 3052 
3 4005358 
3 4005874 



CEP 
CEP 



Muscle 1 
Muscle 2 
Muscle 3 
Muscle 4 
Muscle 5 
Muscle-psoas 1 
Muscfe-psoas 2 
Nerve-vagus 
Omentum 
ovary 1 
ovary 2 
Pancreas 1 
Pancreas 2 
Pancreas 3 
Pancreas 4 
Pancreas 5 
Prostate 2 
Prostate 3 
Prostate N180 
Prostate N182 
Rectum 
Salivary Gland 
Skinl 
Skin 2 
Skin 3 

^Tj Skin 4 

HH Small Intestine 2 
Small Intestine 3 
Small Intestine 4 
* ^ SMI-i!eum 1 

lj SMI -jejunum 1 

SMI -jejunum 2 
Spinal Cord 
Spleen 2 
Spleen 3 
Spleen 4 
Spleen 5 
Spleen 6 
Stomach 1 
Stomach 2 
Stomach 3 
Stomach 4 
Stomach 5 
Testis 3 
Testis 4 
Thymus 1 
Thymus 2 
Thyroid 1 
Trachea 1 
Trachea 2 
Trachea 3 
ureter 1 
ureter 2 
Uterus 1 
Uterus 2 
Uterus 3 
Vein- VIC 1 
Vein- VIC 2 
Vessel-artery 



